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Method based the microarray for mutation detetion of hereditary hearing loss
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DNA : Jlii 8 ¥ $i 7 2 (deoxyribonucleic acid)

dATP . i R H =85 MR (deoxyadenosine triphosphate)
dCTP: it & M = #E B2 (deoxycytidine triphosphate )
dGTP: i % = H =#§ B2 (deoxyguanosine triphosphate)
dTTP . I & M1 = BEl2 (deoxythymidine triphosphate)
GIB2: 5B H2 2 1 B W HE 2(gap junction beta 2)
GIB3 . 48 B iE % A B WFE 3(gap junction beta 3)
PCR: R & B4 209 14 (polymerase chain reaction)
SDS: + 4 FFi R 4 (sodium dodecylsulfate)
SLC26A4: ¥R 2FE H 26 W5t 4(solute carrier family 26, member 4)
SSC: ¥ 15 IR 5 2% #h K (citrate buffer solution)

5 JRiE

AR B S B I T R AT 0 5 D A 2 VR A 0 E 7 J5t A M HL R B L R AR L AR B R 2
3G Bl A S B AR X T T R DL 3t A 1k 2 e DR AR A R AT AR





